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Streszczenie

For the first time, we are introducing TTPBgp12 and TFPgpl7
as new members of the tail tubular proteins B (TTPB) and tail
fiber proteins (TFP) family, respectively. These proteins
originate from Yersinia enterocolitica phage @YeO3-12. It was
originally thought that these were structural proteins. However,
our results show that they also inhibit bacterial growth and
biofilm formation. According to the bioinformatic analysis,
TTPBgpl12 is functionally and structurally similar to the TTP of
Enterobacteria phage T7 and adopts a [-structure. TFPgpl7
contains an intramolecular chaperone domain at its C-terminal
end. The N-terminus of TFPgpl7 is similar to other
representatives of the TFP family. Interestingly, the predicted
3D structure of TFPgpl7 is similar to other bacterial S-layer
proteins. Based on the thermal unfolding experiment,
TTPBgpl2 seems to be a two-domain protein that aggregates
in the presence of sugars such as maltose and N-
(GIcNAc). sugars

unfolding events to transition into one global event. TFPgp17 is

acetylglucosamine These cause two
a one-domain protein. Maltose and GIcNAc decrease the
aggregation temperature of TFPgp17, while the presence of N-
acetylgalactosamine (GalNAc) increases the temperature of its
aggregation. The thermal unfolding analysis of the
concentration gradient of TTPBgpl2 and TFPgpl7 indicates
that with decreasing concentrations, both proteins increase in
stability. However, a decrease in the protein concentration also
causes an increase in its aggregation, for both TTPBgpl2 and

TFPgpl7.

Stowa kluczowe

tail tubular proteins, tail fiber proteins, biofilm



Licencja otwartego dostepu

CC-BY

Licencja na prawach ktorej mozna swobodnie kopiowac,
rozprowadzac, zmieniac i remiksowac objety prawem autorskim
utwor (Utwor-przedmiot prawa autorskiego) pod warunkiem
podania imienia i nazwiska autora utworu pierwotnego oraz
zrédta pochodzenia utworu.

Pelny tekst licenciji:
https://creativecommons.org/licenses/by/3.0/pl/legalcode

Adres publiczny

http://dx.doi.org/10.3390/molecules25194392

Strona internetowa wydawcy

http://www.mdpi.com/journal/metals

Plik zostat wygenerowany dnia 2026-06-17 00:00:00
Adres w repozytorium https://old.chem.uni.wroc.pl/pl/repozytorium/-M5XySQ.


http://www.mdpi.com/journal/metals
https://old.chem.uni.wroc.pl/pl/repozytorium/-M5XySQ

	Plik pochodzi z repozytorium Wydziału Chemii Uniwersytetu Wrocławskiego
	Repozytorium
	New insights on the feature and function of tail tubular protein B and tail fiber protein of the lytic bacteriophage φYeO3-12 specific for Yersinia enterocolitica serotype O:3.
	Autorzy
	Streszczenie
	Rok wydania
	Czasopismo
	Numer woluminu
	Strony
	DOI
	Kolekcja
	Język
	Typ publikacji
	Słowa kluczowe
	Licencja otwartego dostępu
	Adres publiczny
	Strona internetowa wydawcy



